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ffold1238.L.u0910 miRNA 21 UAAAAAAAAAAAUGAGAGAGA 1
scaffo .Lu .pre- 14005 o0 0488 i ieeaeaaeeaas L
miRNA:891 miRNA:5208 Contig14005 2.0 9.488  Liiiiiiiiiiiiiiaaaa, Cleavage 1

Target 442 GUUUUUUUUUUUACUUUCUUA 462

Frold1238.1.u0910 LUSLE4AD miRNA 20 AAAAAAAAAAAUGAGAGAGA 1
scato TG - 2.0 10.704 Trriiiiiinoriiiiio: Translation 1

miRNA:891.miRNA:5208 T3-039_MO04 _060CT2009_004 Target 645 GUUUUUUUUUUUCUCUCUCU 664

scaffold1238.1.u0910.pre-
miRNA:891.miRNA:5208

miRNA 20 AAAAAAAAAAAUGAGAGAGA 1
Contig2149 2.0 12.246 HH Translation 1
Target 46 UUUCUUUUUUUUCUCUCUCU 65

ffold1238.1.10910 MiRNA 20 AAAAAAAAAAAUGAGAGAGA 1
scatlo .Lu .pre- soC@ED s E 10109 o i fe e :
MiRNA:891.miRNA:5208 Contig5653 2.5 19192 riiiiiiiLLL LnLnLaand Translation 1

Target 115 UUUUUUUUUUUUUUUUUUCU 134

ol 1238 10510 miRNA 21 UAAAAAAAAAAAUGAGAGAGA 1

scaftoldizsse.Luljll.pre- P = N T T T P

TE?RISI o1 miuRN A'SZr(e)B Contig5555 25 20603  ititiiitiiit.oii.iin Cleavage 1
MRS LIRS AL Target 923 AUUUUUUUUUUUGUUUUCUCG 943
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