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scaffold1238.Lu0910.pre-
miRNA:891.miRNA:5208

Contig14005 2.0 9.488

 miRNA    21 UAAAAAAAAAAAUGAGAGAGA 1     
             .::::::::::::::.:::.        
Target   442 GUUUUUUUUUUUACUUUCUUA 462   

Cleavage 1

scaffold1238.Lu0910.pre-
miRNA:891.miRNA:5208

LUSLE4AD-
T3-039_M04_06OCT2009_004

2.0 10.704

 miRNA    20 AAAAAAAAAAAUGAGAGAGA 1     
              :::::::::: ::::::::       
Target   645 GUUUUUUUUUUUCUCUCUCU 664   

Translation 1

scaffold1238.Lu0910.pre-
miRNA:891.miRNA:5208

Contig2149 2.0 12.246

 miRNA    20 AAAAAAAAAAAUGAGAGAGA 1     
             ::: ::::::: ::::::::       
Target    46 UUUCUUUUUUUUCUCUCUCU 65    

Translation 1

scaffold1238.Lu0910.pre-
miRNA:891.miRNA:5208

Contig5653 2.5 19.192

 miRNA    20 AAAAAAAAAAAUGAGAGAGA 1     
             ::::::::::: .:.:.:::       
Target   115 UUUUUUUUUUUUUUUUUUCU 134   

Translation 1

scaffold1238.Lu0910.pre-
miRNA:891.miRNA:5208

Contig5555 2.5 20.603

 miRNA    21 UAAAAAAAAAAAUGAGAGAGA 1     
             ::::::::::::..:.::::        
Target   923 AUUUUUUUUUUUGUUUUCUCG 943   

Cleavage 1
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