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miRNA 21 AUCUUCCUCGUUUUUUUUCGA 1
Contig6926 3.0 15.074 I I Cleavage 1
Target 1300 UAGGAGGAGCAAAGGGAGGUU 1320

scaffold1880.Lu0910.pre-
miRNA:1007.miRNA:5901

miRNA 20 AUCUUCCUCGUUUUUUUUCG 1
Contig6926 3.0 15.074 HHHPHHHHHHHHHR H Cleavage 1
Target 1300 UAGGAGGAGCAAAGGGAGGU 1319

scaffold1880.Lu0910.pre-
miRNA:1007.miRNA:5904

miRNA 20 UUGUUGGAAAUUUCGAUUUU 1
Contig6926 3.0 11.947 HE Cleavage 1
Target 156 AACAACCUUUGGAGUGAAAA 175

scaffold521.L.u0910.pre-
miRNA:2295.miRNA:13924

scaffold521.Lu0910.pre-
miRNA:2296.miRNA:13930

miRNA 20 UUGUUGGAAAUUUCGAUUUU 1
Contig6926 3.0 11.947 HHEH N Cleavage 1
Target 156 AACAACCUUUGGAGUGAAAA 175

miRNA 20 UUGUUGGAAAUUUCGAUUUU 1
3.0 11.947 HHHHHH N I Cleavage 1
Target 156 AACAACCUUUGGAGUGAAAA 175

scaffold521.L.u0910.pre- Contig6926
miRNA:2297.miRNA:13936 LIRS
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