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scaffold1966.Lu0910.pre-
miRNA:1056.miRNA:6215

Contig4457 2.0 11.729

 miRNA    20 GGUGUAUAAUAAGUAGUAUA 1     
             ..:.::::::::.:::::::       
Target    14 UUAUAUAUUAUUUAUCAUAU 33    

Cleavage 1

scaffold1966.Lu0910.pre-
miRNA:1056.miRNA:6215

Contig5311 3.0 8.626

 miRNA    21 UGGUGUAUAAUAAGUAGUAUA 1     
             ::::.:: ::: :::::::.:       
Target   970 ACCAUAUCUUAAUCAUCAUGU 990   

Translation 1

scaffold1966.Lu0910.pre-
miRNA:1056.miRNA:6215

Contig10113 3.0 10.369

 miRNA    21 UGGUGUAUAAUAAGUAGUAUA 1     
             .: ::: ::::::.:::.:::       
Target    95 GCAACACAUUAUUUAUCGUAU 115   

Cleavage 1

scaffold1966.Lu0910.pre-
miRNA:1056.miRNA:6215

03-LUSBE1NG-
RP-118_D08_20FEB2007_058

3.0 12.485

 miRNA    20 GGUGUAUAAUAAGUAGUAUA 1     
             : ::::.::.:::::::::        
Target   471 CGACAUGUUGUUCAUCAUAA 490   

Cleavage 1

scaffold1966.Lu0910.pre-
miRNA:1056.miRNA:6215

Contig11650 3.0 17.616

 miRNA    21 UGGUGUAUAAUAAGUAGUAUA 1     
             ...::::. :.::::::::::       
Target    27 GUUACAUGGUGUUCAUCAUAU 47    

Cleavage 1

scaffold1966.Lu0910.pre-
miRNA:1056.miRNA:6215

Contig13551 3.0 19.273

 miRNA    21 UGGUGUAUAAUAAGUAGUAUA 1     
             ::..:.::::.::..::::::       
Target   328 ACUGCGUAUUGUUUGUCAUAU 348   

Cleavage 1

scaffold1966.Lu0910.pre-
miRNA:1059.miRNA:6236

Contig4378 2.0 11.278

 miRNA    20 UAAGUAGUA-UAGGUUUUUAA 1     
             ::::::::: :::::::::::       
Target   197 AUUCAUCAUCAUCCAAAAAUU 217   

Cleavage 1

scaffold1966.Lu0910.pre-
miRNA:1059.miRNA:6236

Contig11014 2.0 15.971

 miRNA    20 UAAGUAGUAUAGGUUUUUAA 1     
             : :::::.:::::::::.::       
Target   716 AGUCAUCGUAUCCAAAAGUU 735   

Cleavage 1

scaffold1966.Lu0910.pre-
miRNA:1059.miRNA:6236

LUSHE1NG_Contig1551 3.0 11.109

 miRNA    20 UAAGUAGUAUAGGUUUUUAA 1     
              ::::: :: ::::::::::       
Target   534 UUUCAUGAUCUCCAAAAAUU 553   

Translation 1

scaffold1966.Lu0910.pre-
miRNA:1059.miRNA:6236

Contig4275 3.0 11.379

 miRNA    20 UAAGUAGUAUAGGUUUUUAA 1     
              ::::: :: ::::::::::       
Target   515 UUUCAUGAUCUCCAAAAAUU 534   

Translation 1

scaffold1966.Lu0910.pre-
miRNA:1059.miRNA:6236

Contig11154 3.0 14.71

 miRNA    21 AUAAGUAGUAUAGGUUUUUAA 1     
             ::::.::.: ::.::.:::::       
Target  1132 UAUUUAUUAGAUUCAGAAAUU 1152  

Cleavage 1

scaffold1966.Lu0910.pre-
miRNA:1059.miRNA:6236

Contig9788 3.0 15.876

 miRNA    21 AUAAGUAGUAUAGGUUUUUAA 1     
             ::::.::::: ::: ::::::       
Target   847 UAUUUAUCAUCUCCUAAAAUU 867   

Translation 1

scaffold1966.Lu0910.pre-
miRNA:1059.miRNA:6236

Contig13329 3.0 23.95

 miRNA    20 UAAGUAGUAUAGGUUUUUAA 1     
             .::::::::.: ::::..::       
Target   854 GUUCAUCAUGUGCAAAGGUU 873   

Translation 1
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