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miRNA 20 GGUGUAUAAUAAGUAGUAUA 1
Contig4457 2.0 11.729 P HHH Cleavage 1
Target 14 UUAUAUAUUAUUUAUCAUAU 33

scaffold1966.Lu0910.pre-
miRNA:1056.miRNA:6215

miRNA 21 UGGUGUAUAAUAAGUAGUAUA 1
3.0 8.626 HHHHHH HE R Translation 1
Target 970 ACCAUAUCUUAAUCAUCAUGU 990

scaffold1966.Lu0910.pre- Contig5311
miRNA:1056.miRNA:6215 =22U&221

miRNA 21 UGGUGUAUAAUAAGUAGUAUA 1
Contig10113 3.0 10.369 HEEHHH Cleavage 1
Target 95 GCAACACAUUAUUUAUCGUAU 115

scaffold1966.Lu0910.pre-
miRNA:1056.miRNA:6215

miRNA 20 GGUGUAUAAUAAGUAGUAUA 1
3.0 12.485 HOHEE Cleavage 1
Target 471 CGACAUGUUGUUCAUCAUAA 490

scaffold1966.Lu0910.pre-  03-LUSBEING-
miRNA:1056.miRNA:6215 RP-118 D08 20FEB2007_058

miRNA 21 UGGUGUAUAAUAAGUAGUAUA 1
Contig11650 3.0 17.616 A Cleavage 1
Target 27 GUUACAUGGUGUUCAUCAUAU 47

scaffold1966.L.u0910.pre-
miRNA:1056.miRNA:6215

miRNA 21 UGGUGUAUAAUAAGUAGUAUA 1
Contig13551 3.0 19.273 HHEI-H- - Cleavage 1
Target 328 ACUGCGUAUUGUUUGUCAUAU 348

scaffold1966.L.u0910.pre-
miRNA:1056.miRNA:6215

ffold1 091 miRNA 20 UAAGUAGUA-UAGGUUUUUAA 1

scatiold1966.LubJ10.pre- ssARTR o 11978 e e

:fmg . ]906569 Y;J?F?Ni.;% Contig4378 2.0 1278 owriririziosiiiiiiiice Cleavage 1
2 : Target 197 AUUCAUCAUCAUCCAAAAAUU 217

fold1 Lu0910 miRNA 20 UAAGUAGUAUAGGUUUUUAA 1

scaffoldl1566.Lubjl1l.pre- S11014 90 12071 e e

:fmg . 1906569 n‘jiRgN A.g;% Contig1014 2.0 15971 rosriri.riiriiiiioo Cleavage 1
- - - Target 716 AGUCAUCGUAUCCAAAAGUU 735

ol 1966 Lu0910 miRNA 20 UAAGUAGUAUAGGUUUUUAA 1

scaftold1966.LublJjl1y.pre- Ss1EE1 20 11100 e e e .
;fiamg 1050 I;‘iRN > (E;BG LUSHEING_Contig1551 3.0 11109 oririroriosriiiiiii Translation 1
- * * Target 534 UUUCAUGAUCUCCAAAAAUU 553

miRNA 20 UAAGUAGUAUAGGUUUUUAA 1
Contigd275 3.0 11.379 HHE HHHHEHH Translation 1
Target 515 UUUCAUGAUCUCCAAAAAUU 534

scaffold1966.Lu0910.pre-
miRNA:1059.miRNA:6236

miRNA 21 AUAAGUAGUAUAGGUUUUUAA 1
3.0 14.71 HHHHPHNHEHHHHHHHH Cleavage 1
Target 1132 UAUUUAUUAGAUUCAGAAAUU 1152

scaffold1966.Lu0910.pre- Contigl1154
miRNA:1059.miRNA:6236 —2RHEi222

miRNA 21 AUAAGUAGUAUAGGUUUUUAA 1
Contig9788 3.0 15.876 HHHHH HHHHH Translation 1
Target 847 UAUUUAUCAUCUCCUAAAAUU 867

scaffold1966.L.u0910.pre-
miRNA:1059.miRNA:6236

miRNA 20 UAAGUAGUAUAGGUUUUUAA 1
Contig13329 3.0 23.95 R Translation 1
Target 854 GUUCAUCAUGUGCAAAGGUU 873

scaffold1966.L.u0910.pre-
miRNA:1059.miRNA:6236
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