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scaffold2548.Lu0910.pre-
miRNA:1209.miRNA:7360

Contig10892 2.5 9.718

 miRNA    21 UGUAAGGAUCCUUAGUACUAA 1     
             :. :::::: :::::::::::       
Target    29 AUUUUCCUAUGAAUCAUGAUU 49    

Cleavage 1

scaffold2548.Lu0910.pre-
miRNA:1209.miRNA:7360

LUSGC1NG-
RP-080_A01_24JAN2007_015

2.5 14.645

 miRNA    21 UGUAAGGAUCCUUAGUACUAA 1     
             :::::.::.::: :.::::::       
Target   422 ACAUUUCUGGGACUUAUGAUU 442   

Translation 1

scaffold2548.Lu0910.pre-
miRNA:1209.miRNA:7360

Contig9486 3.0 7.29

 miRNA    21 UGUAAGGAUCCUUAGUACUAA 1     
             :: ::.::::::::::: :::       
Target    19 ACUUUUCUAGGAAUCAUAAUU 39    

Cleavage 1

scaffold2548.Lu0910.pre-
miRNA:1209.miRNA:7360

Contig21 3.0 22.989

 miRNA    21 UGUAAGGAUCCUUAGUACUAA 1     
             .:.:::::.::: :..:::::       
Target   721 GCGUUCCUGGGAUUUGUGAUU 741   

Translation 1

scaffold2548.Lu0910.pre-
miRNA:1209.miRNA:7360

Contig9829 3.0 23.28

 miRNA    21 UGUAAGGAUCCUUAGUACUAA 1     
             .:.:::::.::: :..:::::       
Target   329 GCGUUCCUGGGAUUUGUGAUU 349   

Translation 1
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